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Supplemental Figure 4: Hierarchical clustering of all 18 former smokers according to the expression of the
top 97 genes differentially expressed between current and never smokers. The only clinical variable that
statistically differed (p<.05) between the 2 molecular subclasses of former smokers was length of smoking
cessation. Patient ID (denoted with “F”) and time since patient quit smoking (in years) are shown.


